Key indicators: single-crystal X-ray study; T = 294 K; mean (C-C) = 0.007 Å; R factor = 0.056; wR factor = 0.153; data-to-parameter ratio = 14.3.
Experimental
Crystal data [ZnCl 2 (C 9 208 parameters H-atom parameters constrained Á max = 1.33 e Å À3 Á min = À0.39 e Å À3 Table 1 Selected bond lengths (Å ).
Zn-N1 2.062 (4) Zn-N2 2.052 (4) Zn-Cl1 2.2235 (13) Zn-Cl2 2. 2262 (13) Data collection: PROCESS-AUTO (Rigaku, 1998); cell refinement: PROCESS-AUTO; data reduction: CrystalStructure (Rigaku/ MSC, 2002); program(s) used to solve structure: SIR92 (Altomare et al., 1993); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997); software used to prepare material for publication: WinGX (Farrugia, 1999) and PLATON (Spek, 2009 in the laboratory and its crystal structure is reported here.
In the title compound, the Zn cation is coordinated by two Clanions and two isoquinoline ligands in a distorted ZnCl 2 N 2 tetrahedral geometry (Fig. 1 ). The two isoquinoline ring systems are tweisted to each other at a dihedral angle of 45.72 (8)°.
The parallel N2-isoqiunoline and N2 i -isoquinoline ring systems [symmetry code: (i) 2 -x, 1 -y,1 -z] of adjacent molecules are partially overlapped, the shorter face-to-face distance of 3.438 (19) Å indicates the existence of weak π-π stacking in the crystal structure ( Fig. 2 ), similar to that found in a polymeric Co complex with isoquinoline ligands (Li et al. 2010) . No hydrigen bonding is present in the crystal structure.
Isoquinoline (0.23 ml, 2 mmol) and ZnCl 2 (0.14 g, 1 mmol) were dissolved in an absolute ethanol (10 ml). The solution was refluxed for 12 h. After cooling to room temperature, the solution was filtered and colourless prisms of (I) were obtained from the filtrate after 2 d.
Refinement
H atoms were placed in calculated positions with C-H = 0.93 (aromatic) and refined in riding mode with U iso (H) = 1.2U eq (C). An ADDSYM-XCT check (Spek, 2009) shows no additional symmetry for the structure. An attempt at refinement with higher symmetry [orthorhombic Pmn21] did not give a reasonable solution. Fig. 1 . The molecular structure of (I) with 50% probability displacement ellipsoids (arbitrary spheres for H atoms). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
Geometric parameters (Å, °)
Zn-N1 2.062 (4) C7-C8 1.388 (7) Zn-N2 2.052 (4) C8-C9 1.366 (7) Zn-Cl1 2.2235 (13) C8-H8 0.9300 Zn-Cl2 2.2262 (13) C9-H9 0.9300 N1-C1 1.298 (6) C10-C11 1.453 (6) N1-C9 1.370 (6) C10-H10 0.9300 N2-C10 1.290 (6) C11-C12 1.381 (7) N2-C18 1.379 (6) C11-C16 1.409 (6) C1-C2 1.441 (6) C12-C13 1.363 (7) C1-H1 0.9300 C12-H12 0.9300 C2-C3 1.385 (7) C13-C14 1.387 (8) C2-C7 1.403 (6) C13-H13 0.9300 C3-C4 1.346 (7) C14-C15 1.344 (7) C3-H3 0.9300 C14-H14 0.9300 C4-C5 1.406 (8) C15-C16 1.453 (7) C4-H4 0.9300 C15-H15 0.9300 C5-C6 1.334 (8) C16-C17 1.371 (6) C5-H5 0.9300 C17-C18 1.359 (7) C6-C7 1.450 (7) C17-H17 0.9300
